
c--> 
c--> 



5 
7 
9 
13 
15 
19 
23 
25 
29 
31 
35 
37 
41 
45 
49 
51 
53 
55 
59 
61 
63 
67 
69 
73 
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Gek-Kee 



DATE: 01/22/2002 
TIME: 10:18:17 



ENTERED 



<110> APPLICANT: Sim, 
Yang, Shumin 
Sellins, Karen S. 

<120> TITLE OF INVENTION: NOVEL FORMS OF T CELL COST IMULATORY PROTEINS, 

ACID MOLECULES, AND USES THEREOF 
<130> FILE REFERENCE: IM-l-Cl-PCT 
<140> CURRENT APPLICATION NUMBER: US/09/646,561 
<141> CURRENT FILING DATE: 2000-09-19 

PRIOR APPLICATION NUMBER: 60/078,765 
PRIOR FILING DATE: 1998-03-19 
PRIOR APPLICATION NUMBER: 09/062,597 
PRIOR FILING DATE: 1998-04-17 
NUMBER OF SEQ ID NOS : 65 
SOFTWARE : Patentln Ver . 2.0 
SEQ ID NO: 1 
LENGTH: 2830 
TYPE : DNA 

Canis familiaris 



NUCLEIC 



<150> 
<151> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



ORGANISM 
FEATURE : 
NAME/KEY 
LOCATION 
SEQUENCE 



CDS 

(337) (1248) 
1 

gtgctttgtc ctagccacac tctctgaggt ggctgacaaa aagggacagc agaaccagct 
tcctcaagtt atacataaca tctacacatc ccctgctttg acttaaatac tgctggtaat 



81 
85 
89 
91 
93 
97 
99 
101 



77 gaacatcagc tagatcttcc agcgagtaaa aggaagttgg aaaggggatt gcctctggta 
tatcacccaa agaaaagctg agcaacttgc cattattttg gagacagcaa gaaaggaaca 
tctcagaact ggggcctcat cctttgacgt tttgttttgt tttgttctaa cacaagaaaa 
aaaaaaaaga ggagttatcc ttcagcagca gaagcc atg gat tac aca gcg aag 

Met Asp Tyr Thr Ala Lys 
1 5 
tgg aga aca cca cca etc aaa cac cca tat etc aag gtc tct cag etc 
Trp Arg Thr Pro Pro Leu Lys His Pro Tyr Leu Lys Val Ser Gin Leu 
10 15 20 

10 5 ttg gtg eta get agt etc ttt tac ttc tgt tea ggc ate ate cag gtg 
107 Leu Val Leu Ala Ser Leu Phe Tyr Phe Cys Ser Gly lie lie Gin Val 
109 25 30 \ 35. 

113 aac aag aca gtg aaa gaa gta gca gta ctg tec tgt gat tac aac att 
115 Asn Lys Thr Val Lys Glu Val Ala Val Leu Ser Cys Asp Tyr Asn lie 
117 40 45 50 

121 tec act aca gaa ctg atg aaa gtt cga ate tat tgg caa aag gat gat 
12 3 Ser Thr Thr Glu Leu Met Lys Val Arg lie Tyr Trp Gin Lys Asp Asp 
125 55 60 65 70 

129 gaa gtg gtg ctg get gtc aca tct gga caa acg aaa gtg tgg tec aag 



60 

120 

180 

240 

300 

354 



402 



450 



498 



546 



594 
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in 
X J X 


Pin 


V CLi 


Val 


Leu 


Ala 


Val 


Thr 


Ser 


Gly Gin 


Thr 


Lys 


Val 


Trp 


Ser 


Lys 




1 J J 










75 










80 










85 




642 


1 17 
XO / 


Ua U 




aat 


cgc 


acc 


ttt 


get 


aac 


ttc 


acc 


aat 


aac 


etc 


tec 


ate 


gtg 


1 1Q 

X O J 


Tyr 




Asn 


Arg 


Thr 


Phe 


Ala 


ASP 


Phe 


Thr 


Asn 


Asn 


Leu 


Ser 


He 


Val 




1 A1 

X *± X 






90 










95 










100 






690 


1 A S 

X*± -> 




atg 


get 


ctg 


cgc 


ctg 


tea 


qac 


aat 


ggc 


aaa 


tac 


acc 


tgt 


ate 


gtt 


1 A 7 

X*i / 


He 


Met 


Ala 


Leu 


Arg 


Leu 


Ser 


Asp 


Asn Gly 


Lys 


Tyr 


Thr 


Cys 


lie 


Val 




1 AQ 

X fr Z? 






105 










110 










115 








738 


1 SI 




a. ay 


act 


gaa 


aaa 


aaa 


tct 


tac 


aaa 


ata 


aaa 


cac 


atg 


act 


teg 


gtg 


1 

IJJ 


Pin 




X Hi 


Glu 


Lys 


Arg 


Ser 


Tvr 


Lys 


Val 


Lys 


His 


Met 


Thr 


Ser 


Val 




1 S7 
X D I 




190 
i \i 










125 










130 










786 


1 fil 


Pit fT 


tta 


l. uy 


gtc 


aga 


get 


aac 


ttc 


cct 


gtc 


cct 


agt 


ata 


act 


gac 


ctt 


1 £1 
ID J 


rlfci U 


ilCU 


Leu 


Val 


Arg 


Ala 


Asp 


Phe 


Pro 


Val 


Pro 


Ser 


He 


Thr 


Asp 


Leu 




1 S 
ID J 


1 IS 
1 j J 










140 










145 










150 


834 






aa t 


cca 


tec 


cat 


gac 


ate 


aaa 


agg 


ata 


atg 


tgt 


tea 


acc 


tct 


gga 


171 
X / X 


kjxy 


Asn 


Pro 


Sex* 


His 


Asp 


He 


Lys 


Arg 


He 


Met- 


Cys 


Ser 


Thr 


Ser Gly 




17 1 
X f J 








155 










160 










165 




882 


1 77 
X / / 


ggt 




cca 


aag 


cct 


cac 


etc 


tec 


tgg 


tgg 


gaa 


aat 


gaa 


gaa 


gaa 


ttg 


1 7 Q 


Gly 


Jr lie 


Pro 


Lys 


Pro 


His 


Leu 


Ser 


Trp 


Trp 


Glu 


Asn 


Glu 


Glu 


Glu 


Leu 




1 Q1 

XoX 






1 70 

i / \J 










175 










180 






930 


IPS 


d d l_ 


fT "t~ 


gcc 


aac 


aca 


aca 


gtt 


tec 


caa 


gac 


ccg 


gac 


act 


gag 


ttg 


tac 


1 Q7 
XO 1 


Asn 


rticl 




Asn 


Thr 


Thr 


Val 


Ser 


Gin 


Asp 


Pro 


Asp 


Thr 


Glu 


Leu 


Tyr 




1 ftQ 






185 










190 










195 








978 






att 


agt 


agt 


gaa 


ctg 


gat 


ttc 


aat 


ata 


aca 


age 


aac 


cat 


age 


ttt 


1 QS 

X j J 


T 1 Vl T* 
X Hi 


Tip 

i iC 


Ser 


Sex~ 


Glu 


Leu 


Asp 


Phe 


Asn 


He 


Thr 


Ser 


Asn 


His 


Ser 


Phe 




1 Q7 




900 
z u u 










205 










210 










1026 




gtg 


ty l. 


ctt 


gtc 


aag 


tat 


gga 


gac 


tta 


aca 


gta 


tea 


cag 


ate 


ttc 


aac 




Val 




Leu 


Val 


Lys 


Tyr Gly 


Asp 


Leu 


Thr 


Val 


Ser 


Gin 


He 


Phe 


Asn 




9 0S 
Z U D 


9 1 S 

Z i J 








220 










225 










230 


1074 


90Q 

Z VJ _7 


+- rr rr 

tgg 


caa 


aaa 


tea 


gtc 


gag 


cca 


cac 


cct 


ccc 


aat 


aac 


cag 


caa 


cag 


etc 


211 




Gin 


Lys 


Ser 


Val 


Glu 


Pro 


His 


Pro 


Pro 


Asn 


Asn 


Gin 


Gin 


Gin 


Leu 




91 ^ 






235 










240 










245 






217 


tgg 


gtc 


ate 


ctg 


ate 


tta 


gta 


gta 


agt 


ggt 


gtg 


att 


get 


gtg 


ate 


act 


1122 


219 


Trp 


Val 


He 


Leu 


He 


Leu 


Val 


Val 


Ser Gly 


Val 


He 


Ala 


Val 


He 


Thr 




221 






250 










255 










260 






1170 


225 


gcc 


att 


aca 


gga 


ggc 


tgc 


eta 


gcc 


cac 


aga 


tct 


get 


gca 


aga 


tgg 


aga 


227 


Ala 


He 


Thr 


Gly 


Gly 


Cys 


Leu 


A^a 


His 


Arg 


Ser 


Ala 


Ala 


Arg 


Trp 


Arg 




229 






265 










270 










275 








1218 


233 


cag 


aga 


aat 


agg 


aac 


aaa 


gag 


gac 


atg 


gac 


ctg 


gaa 


aag 


atg 


tec 


cct 


235 


Gin 


Arg 


Asn 


Arg 


Asn 


Lys 


Glu 


Asp 


Met 


Asp 


Leu 


Glu 


Lys 


Met 


Ser 


Pro 




237 




280 










285 










290 










1268 


241 


ata 


aac 


ata 


gga 


tct 


gcc 


caa 


gca 


tct 


gta 


tgagcagaac 


atctggaggt 


243 


He 


Asn 


He 


Gly 


Ser 


Ala 


Gin 


Ala 


Ser 


Val 
















245 


295 










300 

























249 cccacctcca tcttagattg acctcatctt tgaatttcct cagatggeca ggattatccc 1328 

253 accttgcact teatgeatet gttctctagg agcctgttca tttcagtggc ectgeagaaa 1388 

257 gtgaccagag gaatatggtg gggacataag tagctctctg gtagccttgg tcaaagaatt 1448 

261 gttcaggect gggaagagac atteggaaaa tacttgtctc attaatgaca aggacatcaa 1508 

265 ggcctagggg gtgacctgaa tgataaaggt ctgagctaga acccagattt cctgtctcgg 1568 
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269 gtgctctttt ccatcagtag tccggctctg tgctattaac tggtgtgtac aggtgtacac 1628 

27 3 accagtcaaa atgcttctgg aaaaagagta tgtccaatgt caggtcaact tcagagactt 1688 

277 catctgatgc aacactagaa ggttttgtgt tgctgtcaaa agcaatctga tgctaatgtg 1748 

281 tggtagtatg atggtatata taccaatatg agaatgatgg aaaaattact ggggtttact 1808 

285 cagtatctca tctttcattg tgttctcctc tgttgctttc ccacttctcc atcaggttct 1868 

289 ggagaaagta gatctatcca aaactaatat ctgctgacat gtaagatgaa tgacttatat 1928 

293 acctcaaagc gatagtcacg ttggagaggg ataggttggt ttagagagtc acatcctact 1988 

297 ggttcatatt ggactgataa tctccttaat ggctttatgc tagtttaaac tcatttataa 2048 

301 aacatgagaa agttctcatt taaaatgaga taggttttaa ttgtatatta ctaaacagat 2108 

305 attactaaac agtagctgtc cttagaattt gattgaggta atgaaaatag cattccatag 2168 

309 ggtttcccta gattcctcaa gttgctcttc ctccttggta tttctgatcc ttctgacatc 2228 

313 agcagagaat taaaaataaa gaagtggcca actgccgttc ctgtgtcact tactcatgat 2288 

317 tcctttctct gaagttgtct tccataactc agtggacctg gaggtagacc tgactggagg 2348 

321 aatcagacat tctcatttga aaatttgacg ttggacagca agttggccaa gtttctcaca 2408 

325 tgtagctggg tttacaatgt ttaattttgg cagctatcaa gggaccagat tatgctatat 2468 

329 agtctaagga gcagaagtac agttttaaat ggttgccctc agaacaaaat cactgaaaga 2528 

333 aataaaagtt ggagactgac ctgaactcaa agcaaagaaa caaaaaaaat gggaactgct 2588 

337 gcatttaatt aaaattaata atccttagac atgctcaaaa ggagacctca agaagtaatc 2648 

341 acaaaatagg acacatctag gagacagctt atttatactt aaaataaatt atattacatt 2708 

34 5 acttattaca tttgataaat gtgttggtac tattttccaa agaattatac ttttattgat 2768 

349 atttttgtga tatgaataaa attattttta aaaccaaaaa aaaaaaaaaa aaaaaaaaaa 2828 

353 aa 2830 
359 <210> SEQ ID NO: 2 
361 <211> LENGTH: 304 
363 <212> TYPE: PRT 

365 <213> ORGANISM: Canis familiaris 
369 <400> SEQUENCE: 2 



371 


Met 


Asp 


Tyr 


Thr 


Ala 


Lys 


Trp 


Arg 


Thr 


Pro 


Pro 


Leu 


Lys 


His 


Pro 


Tyr 


373 


1 








5 










10 










15 




377 


Leu 


Lys 


Val 


Ser 


Gin 


Leu 


Leu 


Val 


Leu 


Ala 


Ser 


Leu 


Phe 


Tyr 


Phe 


Cys 


379 








20 










25 










30 






383 


Ser Gly 


He 


He 


Gin 


Val 


Asn 


Lys 


Thr 


Val 


Lys 


Glu 


Val 


Ala 


Val 


Leu 


385 






35 










40 










45 








389 


Ser 


Cys 


Asp 


Tyr Asn 


He 


Ser 


Thr 


Thr 


Glu 


Leu 


Met 


Lys 


Val 


Arg 


He 


391 




50 










55 










60 










395 


Tyr 


Trp 


Gin 


Lys 


Asp 


Asp 


Glu 


Val 


Val 


Leu 


Ala 


Val 


Thr 


Ser 


Gly 


Gin 


397 


65 










70 










75 










80 


401 


Thr 


Lys 


Val 


Trp 


Ser 


Lys 


Tyr 


Glu 


Asn 


Arg 


Thr 


Phe 


Ala 


Asp 


Phe 


Thr 


403 










85 










90 










95 




407 


Asn 


Asn 


Leu 


Ser 


He 


Val 


He 


Met 


Ala 


Leu 


Arg 


Leu 


Ser 


Asp 


Asn 


Gly 


409 








100 










105 










110 






413 


Lys 


Tyr 


Thr 


Cys 


He 


Val 


Gin 


Lys 


Thr 


Glu 


Lys 


Arg 


Ser 


Tyr 


Lys 


Val 


415 






115 










120 










125 








419 


Lys 


His 


Met 


Thr 


Ser 


Val 


Met 


Leu 


Leu 


Val 


Arg 


Ala 


Asp 


Phe 


Pro 


Val 


421 




130 










135 










140 










425 


Pro 


Ser 


He 


Thr 


Asp 


Leu 


Gly Asn 


Pro 


Ser 


His 


Asp 


He 


Lys 


Arg 


He 


427 


145 










150 










155 










160 


431 


Met 


Cys 


Ser 


Thr 


Ser 


Gly 


Gly 


Phe 


Pro 


Lys 


Pro 


His 


Leu 


Ser 


Trp 


Trp 



433 165 170 175 
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437 


Glu 


Asn 


Glu 


Glu 


Glu 


Leu 


Asn 


Ala 


Ala 


Asn 


Thr 


Thr 


Val 


Ser 


Gin 


Asp 


439 








180 










185 










190 






443 


Pro 


Asp 


Thr 


Glu 


Leu 


Tyr 


Thr 


He 


Ser 


Ser 


Glu 


Leu 


Asp 


Phe 


Asn 


He 


445 






195 










200 










205 








449 


Thr 


Ser 


Asn 


His 


Ser 


Phe 


Val 


Cys 


Leu 


Val 


Lys 


Tyr 


Gly 


Asp 


Leu 


Thr 


451 




210 










215 










220 










455 


Val 


Ser 


Gin 


He 


Phe 


Asn 


Trp 


Gin 


Lys 


Ser 


Val 


Glu 


Pro 


His 


Pro 


Pro 


457 


225 










230 










235 










240 


461 


Asn 


Asn 


Gin 


Gin 


Gin 


Leu 


Trp 


Val 


He 


Leu 


He 


Leu 


Val 


Val 


Ser 


Gly 


463 










245 










250 










255 




467 


Val 


He 


Ala 


Val 


He 


Thr 


Ala 


He 


Thr 


Gly 


Gly 


Cys 


Leu 


Ala 


His 


Arg 


469 








260 










265 










270 






473 


Ser 


Ala 


Ala 


Arg 


Trp 


Arg 


Gin 


Arg 


Asn 


Arg 


Asn 


Lys 


Glu 


Asp 


Met 


Asp 


475 






275 










280 










285 








479 


Leu 


Glu 


Lys 


Met 


Ser 


Pro 


He 


Asn 


He 


Gly 


Ser 


Ala 


Gin 


Ala 


Ser 


Val 


481 




290 










295 










300 











487 <210> SEQ ID NO: 3 

489 <211> LENGTH: 2830 

491 <212> TYPE: DNA 

493 <213> ORGANISM: Canis familiaris 

497 <400> SEQUENCE: 3 

499 tttttttttt tttttttttt tttttttggt tttaaaaata attttattca tatcacaaaa 60 

503 atatcaataa aagtataatt ctttggaaaa tagtaccaac acatttatca aatgtaataa 120 

507 gtaatgtaat ataatttatt ttaagtataa ataagctgtc tcctagatgt gtcctatttt 180 

511 gtgattactt cttgaggtct ccttttgagc atgtctaagg attattaatt ttaattaaat 240 

515 gcagcagttc ccattttttt tgtttctttg ctttgagttc aggtcagtct ccaactttta 300 

519 tttctttcag tgattttgtt ctgagggcaa ccatttaaaa ctgtacttct gctccttaga 360 

523 ctatatagca taatctggtc ccttgatagc tgccaaaatt aaacattgta aacccagcta 420 

527 catgtgagaa acttggccaa cttgctgtcc aacgtcaaat tttcaaatga gaatgtctga 480 

531 ttcctccagt caggtctacc tccaggtcca ctgagttatg gaagacaact tcagagaaag 540 

535 gaatcatgag taagtgacac aggaacggca gttggccact tctttatttt taattctctg 600 

539 ctgatgtcag aaggatcaga aataccaagg aggaagagca acttgaggaa tctagggaaa 660 

543 ccctatggaa tgctattttc attacctcaa tcaaattcta aggacagcta ctgtttagta 720 

547 atatctgttt agtaatatac aattaaaacc tatctcattt taaatgagaa ctttctcatg 780 

551 ttttataaat gagtttaaac tagcataaag ccattaagga gattatcagt ccaatatgaa 840 

555 ccagtaggat gtgactctct aaaccaacct atccctctcc aacgtgacta tcgctttgag 900 

559 gtatataagt cattcatctt acatgtcagc agatattagt tttggataga tctactttct 960 

563 ccagaacctg atggagaagt gggaaagcaa cagaggagaa cacaatgaaa gatgagatac 1020 

567 tgagtaaacc ccagtaattt ttccatcatt ctcatattgg tatatatacc atcatactac 1080 

571 cacacattag catcagattg cttttgacag caacacaaaa ccttctagtg ttgcatcaga 1140 

575 tgaagtctct gaagttgacc tgacattgga catactcttt ttccagaagc attttgactg 1200 

579 gtgtgtacac ctgtacacac cagttaatag cacagagccg gactactgat ggaaaagagc 1260 

583 acccgagaca ggaaatctgg gttctagctc agacctttat cattcaggtc accccctagg 1320 

587 ccttgatgtc cttgtcatta atgagacaag tattttccga atgtctcttc ccaggcctga 1380 

591 acaattcttt gaccaaggct accagagagc tacttatgtc cccaccatat tcctctggtc 1440 

595 actttctgca gggccactga aatgaacagg ctcctagaga acagatgcat gaagtgcaag 1500 

599 gtgggataat cctggccatc tgaggaaatt caaagatgag gtcaatctaa gatggaggtg 1560 

603 ggacctccag atgttctgct catacagatg cttgggcaga tcctatgttt ataggggaca 1620 

607 tcttttccag gtccatgtcc tctttgttcc tatttctctg tctccatctt gcagcagatc 1680 
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611 tgtgggctag gcagcctcct gtaatggcag tgatcacagc aatcacacca cttactacta 1740 
615 agatcaggat gacccagagc tgttgctggt tattgggagg gtgtggctcg actgattttt 1800 
619 gccagttgaa gatctgtgat actgttaagt ctccatactt gacaagacac acaaagctat 1860 
623 ggttgcttgt tatattgaaa tccagttcac tactaatagt gtacaactca gtgtccgggt 1920 
627 cttgggaaac tgttgtgttg gcagcattca attcttcttc attttcccac caggagaggt 1980 
631 gaggctttgg aaaacctcca gaggttgaac acattatcct tttgatgtca tgggatggat 2040 
635 ttccaaggtc agttatacta r gggacaggga agtcagctct' ■gaccaataac atcaccgaag 2100 
639 tcatgtgttt cactttgtaa gacctttttt cagtcttttg aacgatacag gtgtatttgc 2160 
643 cattgtctga caggcgcaga gccataatca cgatggagag gttattggtg aagtcagcaa 2220 
647 aggtgcgatt ctcatacttg gaccacactt tcgtttgtcc agatgtgaca gccagcacca 2280 
651 cttcatcatc cttttgccaa tagattcgaa ctttcatcag ttctgtagtg gaaatgttgt 2340 
655 aatcacagga cagtactgct acttctttca ctgtcttgtt cacctggatg atgcctgaac 2400 
659 agaagtaaaa gagactagct agcaccaaga gctgagagac cttgagatat gggtgtttga 24 60 
663 gtggtggtgt tctccacttc gctgtgtaat ccatggcttc tgctgctgaa ggataactcc 2520 
667 tctttttttt ttttcttgtg ttagaacaaa acaaaacaaa acgtcaaagg atgaggcccc 2580 
671 agttctgaga tgttcctttc ttgctgtctc caaaataatg gcaagttgct cagcttttct 2640 
675 ttgggtgata taccagaggc aatccccttt ccaacttcct tttactcgct ggaagatcta 2700 
679 gctgatgttc attaccagca gtatttaagt caaagcaggg gatgtgtaga tgttatgtat 2760 
683 aacttgagga agctggttct gctgtccctt tttgtcagcc acctcagaga gtgtggctag 2820 
687 gacaaagcac 2830 
693 <210> SEQ ID NO : 4 
695 <211> LENGTH: 912 
697 <212> TYPE: DNA 

699 <213> ORGANISM: Canis familiaris 
703 <400> SEQUENCE: 4 

705 atggattaca cagcgaagtg gagaacacca ccactcaaac acccatatct caaggtctct 60 
709 cagctcttgg tgctagctag tctcttttac ttctgttcag gcatcatcca ggtgaacaag 120 
713 acagtgaaag aagtagcagt actgtcctgt gattacaaca tttccactac agaactgatg 180 
717 aaagttcgaa tctattggca aaaggatgat gaagtggtgc tggctgtcac atctggacaa 240 
721 acgaaagtgt ggtccaagta tgagaatcgc acctttgctg acttcaccaa taacctctcc 300 
725 atcgtgatta tggctctgcg cctgtcagac aatggcaaat acacctgtat cgttcaaaag 360 
729 actgaaaaaa ggtcttacaa agtgaaacac atgacttcgg tgatgttatt ggtcagagct 420 
733 gacttccctg tccctagtat aactgacctt ggaaatccat cccatgacat caaaaggata 480 
737 atgtgttcaa cctctggagg ttttccaaag cctcacctct cctggtggga aaatgaagaa 540 
741 gaattgaatg ctgccaacac aacagtttcc caagacccgg acactgagtt gtacactatt 600 
745 agtagtgaac tggatttcaa tataacaagc aaccatagct ttgtgtgtct tgtcaagtat 660 
749 ggagacttaa cagtatcaca gatcttcaac tggcaaaaat cagtcgagcc acaccctccc 720 
753 aataaccagc aacagctctg ggtcatcctg atcttagtag taagtggtgt gattgctgtg 780 
757 atcactgcca ttacaggagg ctgcctagcc cacagatctg ctgcaagatg gagacagaga 840 
761 aataggaaca aagaggacat ggacctggaa aagatgtccc ctataaacat aggatctgcc 900 
765 caagcatctg ta 912 
771 <210> SEQ ID NO: 5 
773 <211> LENGTH: 912 
775 <212> TYPE: DNA 

777 <213> ORGANISM: Canis familiaris 
781 <400> SEQUENCE: 5 

783 tacagatgct tgggcagatc ctatgtttat aggggacatc ttttccaggt ccatgtcctc 60 
787 tttgttccta tttctctgtc tccatcttgc agcagatctg tgggctaggc agcctcctgt 120 
791 aatggcagtg atcacagcaa tcacaccact tactactaag atcaggatga cccagagctg 180 
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VERIFICATION SUMMARY DATE: 01/22/2002 

PATENT APPLICATION: US/09/646,561 TIME: 10:18:18 

Input Set : A:\Sequencelisting.txt 
Output Set: N:\CRF3\01182002\I646561.raw 

L:23 M:270 C: Current Application Number differs, Replaced Current Application Number 

L:25 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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